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SEQUENCE LISTING 



<110> Behan, Jiang Xu 
5 Hedrick, Joseph A. 

Laz, Thomas A. 
Monsma, Frederick J. Jr. 
Morse, Kelley L. 
Umland, Shelby P. 
10 Wang, Suke 
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30 
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55 



<120> Histamine receptor 

<130> CN01069 

<140> 
<141> 

<160> 8 

<170> Patentln Ver. 2.1 



<210> 1 
<211> 1173 
25 <212> DNA 

<213> Homo sapiens 



<400> 1 

atgccagata ctaatagcac aatcaattta tcactaagca ctcgtgttac tttagcattt 60 
tttatgtcct tagtagcttt tgctataatg ctaggaaatg ctttggtcat tttagctttt 120 
gtggtggaca aaaaccttag acatcgaagt agttattttt ttcttaactt ggccatctct 180 
gacttctttg tgggtgtgat ctccattcct ttgtacatcc ctcacacgct gttcgaatgg 240 
gattttggaa aggaaatctg tgtattttgg ctcactactg actatctgtt atgtacagca 300 
tctgtatata acattgtcct catcagctat gatcgatacc tgtcagtctc aaatgctgtg 360 
3D tcttatagaa ctcaacatac tggggtcttg aagattgtta ctctgatggt ggccgtttgg 42 0 
gtgctggcct tcttagtgaa tgggccaatg attctagttt cagagtcttg gaaggatgaa 480 
ggtagtgaat gtgaacctgg atttttttcg gaatggtaca tccttgccat cacatcattc 540 
ttggaattcg tgatcccagt catcttagtc gcttatttca acatgaatat ttattggagc 600 
ctgtggaagc gtgatcatct cagtaggtgc caaagccatc ctggactgac tgctgtctct 660 
4U tccaacatct gtggacactc attcagaggt agactatctt caaggagatc tctttctgca 720 
tcgacagaag ttcctgcatc ctttcattca gagagacaga ggagaaagag tagtctcatg 78 0 
ttttcctcaa gaaccaagat gaatagcaat acaattgctt ccaaaatggg ttccttctcc 840 
caatcagatt ctgtagctct tcaccaaagg gaacatgttg aactgcttag agccaggaga 900 
ttagccaagt cactggccat tctcttaggg gtttttgctg tttgctgggc tccatattct 960 
40 ctgttcacaa ttgtcctttc attttattcc tcagcaacag gtcctaaatc agtttggtat 1020 
agaattgcat tttggcttca gtggttcaat tcctttgtca atcctctttt gtatccattg 1080 
tgtcacaagc gctttcaaaa ggctttcttg aaaatatttt gtataaaaaa gcaacctcta 1140 
ccatcacaac acagtcggtc agtatcttct taa 1173 



<210> 2 
<211> 390 
<212> PRT 

<213> Homo sapiens 
<400> 2 



Met Pro Asp Thr Asn Ser Thr He Asn Leu Ser Leu Ser Thr Arg Val 
1 5 io 15 



2 



Thr Leu Ala Phe Phe Met Ser Leu Val Ala Phe Ala He Met Leu Gly 
20 25 30 

Asn Ala Leu Val He Leu Ala Phe Val Val Asp Lys Asn Leu Arg His 
3 35 40 45 

Arg Ser Ser Tyr Phe Phe Leu Asn Leu Ala He Ser Asp Phe Phe Val 
50 55 60 

10 Gly Val He Ser He Pro Leu Tyr He Pro His Thr Leu Phe Glu Trp 
55 7 ° 75 80 

Asp Phe Gly Lys Glu He Cys Val Phe Trp Leu Thr Thr Asp Tyr Leu 
15 85 90 95 

Leu Cys Thr Ala Ser Val Tyr Asn He Val Leu He Ser Tyr Asp Arg 
100 105 no 

Tyr Leu Ser Val Ser Asn Ala Val Ser Tyr Arg Thr Gin His Thr Gly 
ZU 115 120 125 

Val Leu Lys He Val Thr Leu Met Val Ala Val Trp Val Leu Ala Phe 
130 135 140 

25 Leu Val Asn Gly Pro Met He Leu Val Ser Glu Ser Trp Lys Asp Glu 
145 ISO 155 i 6 o 

Gly Ser Glu Cys Glu Pro Gly Phe Phe Ser Glu Trp Tyr He Leu Ala 
30 165 170 175 

He Thr Ser Phe Leu Glu Phe Val He Pro Val He Leu Val Ala Tyr 
180 185 190 

Phe Asn Met Asn He Tyr Trp Ser Leu Trp Lys Arg Asp His Leu Ser 
^ 195 200 205 

Arg Cys Gin Ser His Pro Gly Leu Thr Ala Val Ser Ser Asn He Cys 
210 215 220 

40 Gly His Ser Phe Arg Gly Arg Leu Ser Ser Arg Arg Ser Leu Ser Ala 
225 23 ° 235 2 40 

Ser Thr Glu Val Pro Ala Ser Phe His Ser Glu Arg Gin Arg Arg Lys 
45 245 250 255 

Ser Ser Leu Met Phe Ser Ser Arg Thr Lys Met Asn Ser Asn Thr He 
260 265 270 

Ala Ser Lys Met Gly Ser Phe Ser Gin Ser Asp Ser Val Ala Leu His 
50 275 280 285 

Gin Arg Glu His Val Glu Leu Leu Arg Ala Arg Arg Leu Ala Lys Ser 
290 295 300 

55 Leu Ala He Leu Leu Gly Val Phe Ala Val Cys Trp Ala Pro Tyr Ser 
305 3 1° 315 320 

Leu Phe Thr He Val Leu Ser Phe Tyr Ser Ser Ala Thr Gly Pro Lys 
60 32 S 330 335 



3 



Ser Val Trp Tyr Arg He Ala Phe 
340 

Val Asn Pro Leu Leu Tyr Pro Leu 
5 355 ' ago 

Phe Leu Lys He Phe Cys He Lys 
370 375 

10 Ser Arg Ser Val Ser Ser 
385 39 0 



Trp Leu Gin Trp Phe Asn Ser Phe 
345 350 

Cys His Lys Arg Phe Gin Lys Ala 
365 

Lys Gin Pro Leu Pro Ser Gin His 
380 



15 <210> 3 

<211> 2394 
<212> DNA 

<213> Homo sapiens 
20 <400> 3 



60 



agacaatttt ctcacctctg taaattttag tctcaatctc acctaaatga atcagtctgc DU 
cctttatctt gcccttttca ttctaccaac agatctgcac tttgaagtca atggtaaatt 120 
actccagtga ataatagcag tataatatga cttgataata tttttgtaaa cttgtagtca 180 
taatagtact atattcttct tagtcctcac ctcttccttg tcttttagat cttaatttca 240 
tgctgattac aaaaatccag ttttgttttc tttctatgtt ccatgcataa tacagtctta 300 
agtgaatttc tcttttttaa ttttatcgta atagaaactt atccagtttg aaaatcattc 360 
cctaaagcat gcaataggaa aaagaacctc ctggctggga ctgcccaact ctgttctgat 42 0 
cagtgggtgg gtgaggtagg gtttgagttg gcaagagcag ggaacgggca tgtgcccagg 480 
tgagctcctg tgtgtgtcca gattttatat tcctaatccc agtaaggaag aaagcgtagt 54 0 
gtgggagagg agagagctga tgactgcagt tctcaaaggt cctcagtgaa gttattttgg 600 
aggccctggt ggtcacagga ttcagaaggc aagggatagg cagtggtcac caatggttga 660 
aagtatggct tgtcccattt cttcctggtc tcctttttct agcttcaaca tcagcttcct 720 
tttttgagaa catatagaag aagaaggcta agagatggtg aagagactgc atgattaaac 780 
tagatagacc tggtatacag tcactgaact tagtagatgt caataattat tatttttaaa 84 0 
JJ aatttttatt tgttggccgg gcatggtggc tcacgcctga aatcccagca ctttgggagg 900 
ccaaggtggg cggatcatga ggtcaggaga tcgagaccat cctggccaac atggtgaaac 960 
cccatctgta ctaaaataca aacaagtagc tggttgtggc gccgcatgcc tgtagtccca 102 0 
gctactcggg aggctgaggc aggggaattg cttgaacccg ggaggcggag tttgccagcc 1080 
dn t?? 0 ** 0 *?* acaagactct gtctaaaaag aaaaaaaaat ttttttgttt aagacagcat 114 0 
W cttgctctgt ctcccaggct ggagcgtagt aatgcaatca tagctcactg cagcctggaa 12 00 
ctccttggct caagcaatcc tgctgccttg gcctcccaag tatgtaggac tacaggtact 1260 
cgccaccaca cctggataat taaaattatt tctgtagaga tgaagtctca ctgtgttgcc 132 0 
cagcctgggt gtcaataatt attttttaaa aaaaattttt aaaaaggttt tttgagacag 1380 
attcttgctc tgtcacccag gctggagtgc agtagcatga tcagggatca ctgcaacctc 144 0 
<K> tgcctcctgg gttcaagcga ttcttgtgcc taagccacct gagcagctgg gattacaggt 1500 
gcatgccacc atgcctggct aattttggta tttttagtag agatgaggtt ttgccatttt 1560 
ggtcaggctg gaattttttt ttttttaatt ttgataagac agggtattgc cgtgttggcc 162 0 
agactggtct caaactcctg ggctgaaaca atcctcccgc cttggcctcc caaagtgctg 168 0 
SO 99 a "atagg cacaagacac cacaataatt attgcctgta tgtcaattat tattttaaaa 174 0 
OV tattgttgta tttacttaat gtctttaatg catttgccca atattttaca ttgtactgct 1800 
cagaggtatt cctttattat gtggttagca taggttatac ttttgctgac gattcacatt 1860 
ttattagttt ggttatgttt tgtcctttta aaacattttc ttttgagatg gggtcttgct 192 0 
ctgttgccca cgcaggagtg cagtggcatg ctctcagctc actgcagccc tgactgctta 198 0 
ggctccagca atcttcttac gtcagcctcc agagtagctg ggaccgcagg cacttgccac 204 0 
33 cacgccccac taaaaatttt ttaaattgtt gcctttcttg aagtgttctc tgcctgtctt 2100 
tgtcacaaaa tttcattttt ctcatagtta atttcatctc tccggtaaga ttttattggt 2160 
gtttctttta taactttgca gttcttacac cgtttggtga ttttcatgtt tcttagaaac 2220 
tttaaacctt taacttcaaa cattaaaata caagtctttt aagtacatga gtgcttagaa 2280 
An "gtacataa tgtttatata cacttatgcc ttacattaaa gtccaatatg agaaatacat 234 0 
OU gtttaacatt caataataat tttaaaaatt tgagaaataa actctcataa atgc 2394 



<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
sense strand 

<400> 4 

atgccagata ctaatagcac a 

<210> 5 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
antisense strand 

<400> 5 

cagaggtgag aaaattgtct ttaagaagat 

<210> 6 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
sense strand 

<400> 6 

ctgtagctct tcaccaaagg gaa 

<210> 7 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
antisense strand 

<400> 7 

aaacccctaa gagaatggcc a 

<210> 8 
<211> 28 
<212> DNA 

<213> Artificial Sequence 



5 



<220> 

<223> Description of Artificial Sequence: Probe 

corresponding to 883-910 of SP9144 (labeled with 
fluorogenic probe FAN) 

<400> 8 

ctgcttagag ccaggagatt agccaagt 



